EAST Search History 



Ref 
# 


Hits 


Search Query 


DBs 


Default 
Operator 


Plurals 


Time Stamp 


LI 


13 


((magnesium with (deficit or 
deficiency or reduce or reduced or 
diminish or diminished or lower or 
decrease or decreased)) with 
(hypertension or diabetes)) and 
((magnesium with (deficit or 
deficiency or reduce or reduced or 
diminish or diminished or lower or 
decrease or decreased)) with 
(preeclampsia or eclampsia or (pre 
2adj eclampsia))) 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


OR 


ON 


2006/08/11 08:35 


L2 


1037902 


preeclampsia or eclampsia or (pre 
2adj eclampsia) 


US-PGPUB; 
USPAT; 
EPO; JPO;, 
DERWENT 


OR 


ON 


2006/08/11 08:35 


L3 


346845 


(substance adj P) or SP or 
tachykinin or neurokinin or NKA or 
NKB 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


OR 


ON 


2006/08/11 08:35 


L4 


4769774 


assay or test or elisa or quantitate 
or quantify or detect or detection 
or determine or determination 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


OR 


ON 


2006/08/11 08:35 


L5 


88623 


L4 with L2 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


OR 


ON 


2006/08/11 08:35 


L6 


166 


L5 with L3 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


OR 


ON 


2006/08/11 08:35 


L7 


59 


L6 and magnesium 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


OR 


ON 


2006/08/11 08:35 


L8 


12 


(wells and ibert).in. 


US-PGPUB; 
USPAT; 
EPO; JPO; 
DERWENT 


OR 


ON 


2006/08/11 08:36 



8/11/06 8:40:05 AM 
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OM protein - protein search, using sw model 



Run on: August 10, 2006, 17:41:48 ; Search time 21 Seconds 

(without alignments) 
20.841 Million cell updates/sec 

Title:" US-10-805-881-1 
Perfect score: 27 
Sequence: 1 FFGLM 5 

Scoring table: BL0SUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 650591 seqs, 87530628 residues 

Total number of hits satisfying chosen parameters: 31763 



Minimum DB seq length: 0 
Maximum DB seq length: 5 



Post-processing: 



Minimum Match 
Maximum Match 
Listing first 



0% 

100% 

1000 summaries 



Database : Issued_Patents_AA: * 

1: /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/6_C0MB.pep:* 

3: /EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep:* 

4 : /EMC_Celerra_SIDS3/ptodata/2/iaa/H_COMB.pep:* 

5: /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep: * 

6: /EMC_Celerra_SIDS3/ptodata/2/iaa/RE_COMB.pep:* 

7 : /EMC_Celerra_SIDS3/ptodata/2/iaa/backf ilesl.pep: * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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27 


100 


. 0 


5 


1 


US-07-934-553-2 


Seauence 


2. AddIi 

«-» / npk/x -X. 


2 


27 


100 

X W W 


. 0 


5 


1 


US-08-225-474-2 




2 Ann! "i 


3 


27 


100 


. 0 


5 


1 


US-07-737-371E-6 


S eauence 


6 . Add 1 i 


4 


27 


100 


. 0 


5 


2 


US-09-2 65-690C-1 


Seauence 


1 . ADDli 


5 


27 


100 


. 0 


5 


2 


US- 09- 62 3-54 8A- 604 


S eauence 


604 . Add 


6 


27 


100 


. 0 


5 


2 


US-10-134-187-3 


Seauence 


3. AddIi 

O |f 4fcK-/ k> ^ 


7 


27 


100 


.0 


5 


2 


US- 09- 657 -2 7 6- 604 


Sequence 


604 , App 


8 


24 


88 


. 9 


5 


1 


US-07-737-371E-48 


S equence 


4 8 , Appl 


9 


22 


81 


. 5 


5 


1 


US-07-737-371E-47 


S eauence 


47/ Appl 


10 


22 


81 


. 5 


5 


1 


US-07-737-371E-4 9 


S eauence 


4 9 . AddI 


11 


21 


77 


.8 


4 


1 


US-08-441-591-63 


S eauence 


63 AddI 


12 


21 


77 


. 8 


4 


1 


US-08-303-362A-63 


S eauence 


63, AddI 


13 


21 


77 


. 8 


4 


2 


US-09-2 65-690C-2 


S eauence 


2, AddIi 


14 


21 


77 


. 8 


4 


2 


US-09-635-266-3 


Seauence 


3. AddIi 


15 


21 


77 


. 8 


4 


2 


US-10-230-133-3 


Seauence 


3. AddIi 


16 


21 


77 


. 8 


4 


2 


US- 0 9- 62 3-54 8A- 62 3 


S eauence 


623. Add 


17 


21 


77 


.8 


4 


2 


US-10-695-536-3 


Sequence 


3 # AddIi 


18 


21 


77 


. 8 


4 


2 


Us- 09- 657 -27 6- 62 3 


Sequence 


623. Add 


19 


21 


77 


. 8 


4 


5 


PCT-US 95-05 600-80 


S eauence 


80 AddI 


20 


21 


77 


. 8 


5 


1 


US-08-070-301-6 


Seauence 


6 Add! i 


21 


21 


77 


. 8 


5 


2 


US- 09- 623-54 8A-5 65 


S equence 


565, App 


22 


21 


77 


. 8 


5 


2 


Us- 09- 65 7 -2 7 6- 565 


Seauence 


565. Add 


23 


20 


74 


. 1 


5 


1 


Us- 07-7 53- 90 9B- 3 


S eauence 


3 . AddIi 


24 


20 


74 


. 1 


5 


1 


US-08-269-288-1 


Seauence 


1 Add! i 


25 


20 


74 


. l 


5 


1 


US- 08-3 91- 910-1 


Seauence 


1 . AddIi 


26 


20 


74 


. l 


5 


1 


US-08-418-994-1 


Seauence 


1 . AddI i 

-i. / ikk-' k> _X_ -X, 


27 


20 


74 


. i 


5 


1 


US- 08 -3 91-8 14-1 


Seauence 


1 . AddI i 

J- / •**'xr xr 


28 


20 


74 


. i 


5 


1 


US-08-441-591-61 


Seauence 


61. AddI 


29 


20 


74 


. i 


5 


1 


US-08-303-362A-61 


S eauence 


6 1 Add 1 


30 


20 


74 


. i 


5 


1 


US-08-4 62-415-1 


Seauence 


1 Add! i 


31 


20 


74 


. i 


5 


1 


US-08-463-874-1 


Seau ence 


1 Add! i 

X / Ji.^ LV X X 


32 


20 


74 


, i 


5 


1 


Us-08-444-135-1 


Seau ence 


1 AddI i 


33 


20 


74 


. 1 


5 


1 


US-08-318-391-1 

w O w V <«/ ^ V *J ■> A. A. 


Seau ence 


1 Add! t 


34 


20 


74 


. 1 


5 


2 


US-08-257-966-1 


Seauence 

W W> y*4 w4 W A Aw w 


1 . AddI i 


35 


20 


74 


. 1 


5 


2 


US-09-2 65-690C-4 


S eauence 

fc-' CA W A Aw W 


4 . AddIi 


36 


20 


74 


. l 


5 


2 


US-08-153-847-1 


Seauence 

W w> \J CA w A Aw w^ 


1 . AddI i 

•A. f 4k^/ J» «A. 


37 


20 


74 


. l 


5 


2 


US-09-635-266-4 


Seauence 

fcj w> \J 14 w A Aw W 


4 . AddIi 

x / xk W-/ K-/ _1_ -x_ 


38 


20 


74 


. l 


5 


2 


US- 10-2 30-133- 4 


Seauence 


4 AddI i 


39 


20 


74 


. l 


5 


2 


Us-10-695-536-4 


Seauence 

w 1 ^ ^-4 V-4 W A Aw w 


4 . AddI i 


40 


20 


74 


. 1 


5 


2 


Us-10-668-565-1 


Seauence 


1. AddIi 


41 


20 


74 


. l 


5 


5 


PCT-US 9 5 -05 60 0-7 8 

XT w X U (J -/ o l/ w w w 


S eauence 


78 AddI 


42 


19 


70 


. 4 


4 


2 


US-08-722-1 2 6A-2 0 

WO W U ICC* X. C* \JJi C W 




2 0 Ann 1 


43 


19 


70 


. 4 


5 


1 


US-08-765-061-5 


Seau ence 

V— VJ LX W X X w 


S AddI "i 


44 


19 


70 


. 4 


5 


2 


US-09-623-548A-606 


S eauence 


606 Add 


45 


19 


70 


. 4 


5 


2 


US-09-657-276-606 


Seauence 


606 Add 


46 


18 


66 


. 7 


3 


2 


US -09-623-54 8 A- 1527 

VU V/-/ W £• O w/T *J -Ik A. l 


S eauence 

o w vj unlive 


1527. Ad 

JL -*J C* 1 I *XLV 


47 


18 


66 


. 7 


3 


2 


US-09-657-276-1527 


Seau ence 


152 7 Ad 


48 


18 


66 


. 7 


4 


1 


US-07-822-994-7 


Seau ence 


7 Add! t 

/ / -«yL> LV J — L 


49 


18 


66 


. 7 


4 


1 


US-08 -2 85-777-1 


Seauence 

w W \-4 wA V— A Aw w 


1 . AddI i 


50 


18 


66 


. 7 


4 


1 


US-08-127-904-11 


Seauence 


11. AddI 


51 


18 


66 


. 7 


4 


i 

X 




Seauence 


4 AddI i 


52 


18 


66 


. 7 


4 


1 


US- 09-0 60-4 55 -16 


Seauence 


16. AddI 


53 


18 


66 


m 7 


4 


2 




Q a (tl ipnrp 

O C W uCli\<C 


R2fi Ann 


54 


18 


66 


. 7 


4 


2 


US-09-2 64-709A-1 2 


S eauence 


12 AddI 

A. l iVU L/ _L 


55 


18 


66 


. 7 


4 


2 


U < ?-0 9-2 64-70 9A-1 fi 

wo w^ C\J1 i w xo 


S eauence 


1 8 Add 1 

A. KJ f Appj. 


56 


18 


66 


. 7 


4 


2 


US-09-2 64-709A-19 


Seauence 

W w Vp4 \A w A Aw w 


19, AddI 


57 


18 


66 


.7 


4 


2 


US-09-264-709A-23 


Sequence 


23, Appl 


58 


18 


66 


.7 


4 


2 


US-09-264-709A-24 


Sequence 


24, Appl 


59 


18 


66 


.7 


4 


2 


US-09-264-709A-34 


Sequence 


34, Appl 


60 


18 


66 


.7 


4 


2 


US-09-315-304B-826 


Sequence 


826, App 


61 


18 


66 


.7 


4 


2 


US-09-147-342B-4 


Sequence 


4, Appli 
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OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



August 10, 2006, 17:57:39 ; Search time 119.5 Seconds 

(without alignments) 
19.381 Million cell updates/sec 

US-10-805-881-1 
27 

1 FFGLM 5 



BLOSUM62 
Gapop 10. 



Gapext 0.5 



Searched: 2097797 seqs, 463214858 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 
Maximum DB seq length: 5 



37972 



Post-processing: 



Database : 



Minimum Match 0% 
Maximum Match 100% 
Listing first 1000 summaries 

Published_Applications_AA_Main : " 



/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep: * 
/EMC_CelerrajSIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 
/EMC_CelerraJSIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep:* 
/EMC_CelerrajSIDS3/ptodata/2/pubpaa/USll_PUBC0MB.pep:* 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



% 

Result Query 

No. Score Match Length DB ID 



Description 
Sequence 1, Appli 



27 100.0 



5 3 US-09-265-690C-1 
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27 
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1 , AddI i 
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US-11-041-270A-12 


Seauence 


12 AddI 


11 


24 


88 . 


9 


5 


5 


US- 10-4 97- 628 -16 


O w W UtllU t 


16 AddI 


12 


22 


81 . 


5 


4 


5 
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6 
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21 
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6 
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4 
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20 
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5 


US-10-451-304-12 
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12 Add! 


32 


20 


74 . 


1 


5 


6 


US-11-018-690-4 


S eai l enc e 


4 Add! i 


33 


20 


74 . 


1 
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US- 11-2 92-4 60-4 


Seauence 


4 AddI i 
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34 


19 


70. 


4 


5 


4 


US-10-34 6-737A-22 


S eauence 


22 AddI 


35 


19 


70 . 


4 


5 


6 


US- 11- 06 6- 697-606 


Seau ence 


60 6 Add 

WW W f **~E^ 


36 


18 


66. 


7 


3 


6 


US- 11-0 66- 697-1527 


Seauence 
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37 


18 
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7 


3 


6 


US- 11-106- 623-27 


Seauence 


2 7 Add 1 


38 


18 
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2 
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94, Appl 


59 


16 


59. 


3 
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OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence: 

Scoring table: 



Searched: 



August 10, 2006, 17:58:09 / Search time 20 Seconds 

(without alignments) 
16.828 Million cell updates/sec 

US-10-805-881-1 
27 

1 FFGLM 5 
BLOSUM62 

Gapop 10.0 , Gapext 0.5 
239914 seqs, 67312017 residues 



2632 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 
Maximum DB seq length: 5 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Database : Published_Applications_AA_New: * N 

1 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/US09_NEW_PUB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/US06_NEW_PUB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/US07__NEW_PUB.pep: * 

4 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/US08_NEW_PUB.pep: * 

5 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/PCT_NEW_PUB.pep:* 

6: /EMC_Celerra_SIDS3/ptodata/l/pubpaa/US10_NEW_PUB.pep: * 

7 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/USll_NEW_PUB.pep:* 

8 : /EMC_Celerra_SIDS3/ptodata/l/pubpaa/US60_NEW_PUB.pep:* 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 
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OM protein - protein search, using sw model 

Run on: August 10, 2006, 18:02:30 ; Search time 50 Seconds 

(without alignments) 
7.002 Million cell updates/sec 

Title: US-10-805-881-2 
Perfect score: 21 
Sequence: 1 FGLM 4 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 650591 seqs, 87530628 residues 

Total number of hits satisfying chosen parameters: 14308 

Minimum DB seq length: 0 
Maximum DB seq length: 4 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Database : Issued Patents AA:* 



/EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep: * . 
/EMC_Celerra_SIDS3/ptodata/2/iaa/H_COMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/iaa/RE_COMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/iaa/backf ilesl.pep: * 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 
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GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 

OM protein - protein search, using sw model 

Run on: August 10, 2006, 18:14:00 ; Search time 179 Seconds 

(without alignments) 
10.351 Million cell updates/sec 

Title : US-10-805-881-2 
Perfect score: 21 
Sequence: 1 FGLM 4 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 2097797 seqs, 463214858 residues 

Total number of hits satisfying chosen parameters: 16442 

Minimum DB seq length: 0 
Maximum DB seq length: 4 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Database : Published_Applications_AA_Main: * 



/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep:* 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 

1 21 100.0 4 3 US-09-265-690C-2 Sequence 2, Appli 



http://es/ScoreAccessWeb/Getta^ 8/11/06 



SCORE Search Results Details for Application 1080588 1 and Search Result us- 10-805-8... Page 2 of 47 



2 


21 


100. 


0 


4 


4 


US-10-230-133-3 


Sequence 


3, AddIi 

w f £ A/ AT 


3 


21 


100 . 


o 


4 


4 


US-10-053-669-2 


Seauence 

w w \j Uvilww 


2. AddIi 


4 


21 


100. 


0 


4 


4 


US-10-695-536-3 


Sequence 


3, AddIi 


5 


21 


100. 


0 


4 


4 


US-10-805-881-2 


Sequence 


2, Appli 


6 


21 


100. 


0 


4 


5 


US-10-497-628-2 


Sequence 


2, ADDli 


7 


21 


100 . 


0 


4 


6 


US-11-018-690-3 


Seauence 

W W \J vA V— 1 A W 


3. AddIi 


8 


21 


100 . 


0 


4 


6 


US- 11-066- 697 -623 


Sequence 


623. Add 

w 4— w ^ rVy kw 


9 


21 


100 . 


0 


4 


6 


US-11-041-270A-13 


Sequence 


13, AddI 


10 


21 


100 . 


0 


4 


6 


US-11-292-460-3 


Sequence 


3 . AddI i 

w f nuu x. _a_ 


11 


16 


76. 


2 


4 


3 


US-09-87 9-4 42A-9 


Sequence 


9. AddIi 


12 


16 


76. 


2 


4 


5 


US- 10- 82 1-2 4 OA-2 70 


S eauence 

*— ' W \mM U W Hw W 


270 Add 


13 


15 


71. 


4 


3 


4 


US-10-230-133-2 


Sequence 


2, AddIi 


14 


15 


71 . 


4 


3 


4 


US- 10- 69 5- 5 3 6-2 


Seciuence 

fcJ 1 W VJ 14 ^ 1 A W W 


2 AddIi 


15 


15 


71. 


4 


3 


6 


US-11-018-690-2 


Sequence 


2. AddIi 


16 


15 


71. 


4 


3 


6 


US-11-066-697-624 


Sequence 


624, App 


17 


15 


71. 


4 


3 


6 


US -11-0 4 1-2 7 OA- 14 


Sequence 


14, AddI 


18 


15 


71. 


4 


3 


6 


US-11-292-460-2 


Sequence 


2 , Appl i 


19 


15 


71. 


4 


4 


6 


US-11-066-697-971 


Sequence 


971, App 


20 


15 


71 . 


4 


4 


6 


US-11-066-697-998 


Sequence 


998, App 


21 


14 


66. 


7 


4 


3 


US-09-87 9-442A-8 


Sequence 


8 . ADDli 


22 


14 


66. 


7 


4 


4 


US- 10-137-8 67-328 


Sequence 


328, App 


23 


14 


66. 


7 


4 


5 


US- 10-4 3 3-70 9-17 


Sequence 


17. AddI 


24 


14 


66. 


7 


4 


6 


US- 11-0 6 6- 697 -8 90 


Secruence 


8 90. Add 


25 


13 


61 . 


9 


4 


3 


US- 09-87 9-4 42A- 98 


Seauence 


9 8 Add 1 


26 


13 


61 . 


9 


4 


3 


US-09-879-442A-99 


W CV^UCllwC 


9 9 Add 1 


27 


13 


61. 


9 


4 


3 


US-09-943-123-24 


Sequence 


24, Appl 


28 


13 


61 . 


9 


4 


4 


US-10-087-905-30 


Sequence 


3 0 , App 1 


29 


13 


61 . 


9 


4 


4 


US-10-087-942-30 


Sequence 


30. AddI 

W W ^ 4 kk-/ k** JL 


30 


13 


61 . 


9 


4 


4 


US-10-087-402-10 


Sequence 


1 0 . Add 1 

JL w ^ ^A-k-' K> JL 


31 


13 


61 . 


9 


4 


4 


US-10-083-894-31 


Sequence 


31, Appl 


32 


13 


61. 


9 


4 


4 


US-10-196-394-98 


Sequence 


9 8 , Add 1 


33 


13 


61 . 


9 


4 


4 


US- 10-202-824-11 


Seauence 


11, AddI 

JL JL ^ iiMk^ JL 


34 


13 


61 . 


9 


4 


4 


US- 10-359-3 63A-1 04 

W W J» w www w V w/l JL W a 


Secruence 


104 Add 


35 


13 


61 . 


9 


4 


5 


US -10-491-418-21 


^ rf i ] F>*n <~" <^ 

OCVjUCllwC 


2 1 Add 1 


36 


13 


61 . 


9 


4 


5 


US-10-712-359A-2 4 


5-? eauence 
w C^UCllvC 


2 4 Add 1 


37 


13 


61. 


9 


4 


5 


US- 10-47 6-8 61A-11 


Sequence 


11, Appl 


38 


13 


61 . 


9 


4 


5 


US-10-47 6-8 61A-118 


Sequence 


118. Add 


39 


13 


61. 


9 


4 


6 


US-11-136-464-11 


Sequence 


11, Appl 


40 


13 


61. 


9 


4 


6 


US- 11-12 9-7 4 1-3 97 8 


Sequence 


397 8, Ap 


41 


12 


57 . 


1 


3 


4 


Us-10-121-857-6 


Sequence 


6/ Appli 


42 


12 


57 . 


1 


3 


4 


Us-10-255-679-3 


Sequence 


3/ Appli 


43 


12 


57 . 


1 


3 


4 


Us-10-208-018-6 


Sequence 


6. ADDli 


44 


12 


57 . 


1 


3 


4 


US-10-104-307-3 

WW -L W XU 1 w W / -J 




^ AddI *i 


45 


12 


57 . 


1 


3 


6 


US- 11-0 66- 697 -152 7 


Sequence 


1527, Ap 


46 


12 


57 . 


1 


3 


6 


US- 11-10 6- 623-27 


Sequence 


27, Appl 


47 


12 


57 . 


1 


3 


6 


US- 11-2 05 -5 62 -12 

W few* JL £4 W W WW W JL b 


Sequence 


12. AddI 

J- f il-MM JL 


48 


12 


57 . 


1 


3 


6 


US- 11-2 04 -18 7 -12 


Secruence 

W \J w. w llw w 


12 AddI 

X £. , W X 


49 


12 


57 . 


1 


4 


2 


US-08-484-409-14 


w C \A dl W C 


1 4 Add 1 

xt, n^p x 


50 


12 


57 . 


1 


4 


2 


US- 08-4 8 4 -4 09-2 5 


Secruence 


25, AddI 


51 


12 


57 . 


1 


4 


3 


US-09-804-733A-24 

w W _/ W V * r w w** * 


Sequence 


24. AddI 


52 


12 


57 . 


1 


4 


3 


US-09-803-126-20 

WW W -/ WWW X V w 


Seauence 


20. AddI 


53 


12 


57 . 


1 


4 


3 


US-09-726-470A-29 


S eauence 


29. AddI 


54 


12 


57 . 


1 


4 


3 


US-09-563-222-1 


S eauence 

W W WA W A A w» 


1 . Add 1 i 


55 


12 


57 . 


1 


4 


3 


Us- 09-8 11- 94 5- 15 

W iw w w W J» J^ w * w JL w 


Sequence 


1 5 . Add 1 

JL W f JiL' k-/ JL 


56 


12 


57 . 


1 


4 


4 


US- 10-007 -7 61-62 

ww X \J \J KJ 1 1 w X wt. 


S eauence 


62 AddI 


57 


12 


57 . 


1 


4 


4 


US-10-044-034-1 

^ w <4» w w * * w W a JL 


Sequence 


1, Appli 


58 


12 


57. 


1 


4 


4 


US-10-044-034-25 


Sequence 


25, Appl 


59 


12 


57. 


1 


4 


4 


US-10-076-421-3 


Sequence 


3, Appli 


60 


12 


57. 


1 


4 


4 


US-10-087-905-14 


Sequence 


14, Appl 


61 


12 


57. 


1 


4 


4 


US-10-087-905-17 


Sequence 


17, Appl 


62 


12 


57. 


1 


4 


4 


US-10-255-679-2 


Sequence 


2, Appli 
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2.max.rapbn. 

start 

Go Back to prev 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 



OM protein - protein search, using sw model 
Run on: 



Title: 

Perfect score: 
Sequence : 

Scoring table: 



August 10, 2006, 18:14:25 ; Search time 31 Seconds 

(without alignments) 
8.685 Million cell updates/sec 

US-10-805-881-2 
21 

1 FGLM 4 



BLOSUM62 
Gapop 10.0 



Gapext 0.5 



Searched: 239914 seqs, 67312017 residues 

Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 
Maximum DB seq length: 4 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 



1697 



Database : 



Published_Applications_AA_New: * 

SIDS3/ptodata/l/pubpaa/US09_NEW_PUB.pep:* 
SIDS3/ptodata/l/pubpaa/US06_NEW_PUB.pep:* 
SIDS3/ptodata/l/piibpaa/US07_NEW_PUB.pep:* 
SIDS3/ptodata/l/pubpaa/US08_NEW_PUB.pep:* 
SIDS3/ptodata/l/pubpaa/PCT_NEW_PUB.pep: * 
SIDS3/ptodata/l/pubpaa/US10_NEW_PUB.pep:* 
SIDS3/ptodata/l/pubpaa/USll_NEW_PUB.pep: * 
SIDS3/ptodata/l/pubpaa/US60_NEW_PUB.pep: * 



/EMC_Celerra_ 
/EMC_Celerra~ 
/EMC__Celerra~ 
/EMC_Celerra~ 
/EMC_Celerra~ 
/EMC_Celerra_ 
/EMC_Celerra~ 
/EMC Celerra" 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 
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1 


14 


66 


.7 


4 


6 


US-10-342-232-25 


Sequence 


25, Appl 


2 


13 


61 


.9 


4 


6 


US-10-524-434-500 


Sequence 


500, App 


3 


12 


57 


.1 


4 


6 


US-10-524-434-502 


Sequence 


502, App 


4 


12 


57 


.1 


4 


7 


US-11-252-276-86 


Sequence 


8 6, Appl 


5 


12 


57 


.1 


4 


7 


US-11-303-372-119 


Sequence 


119, App 


6 


12 


57 


.1 


4 


7 


US-11-178-538-67 


Sequence 


67, Appl 


7 


12 


57 


.1 


4 


7 


US-11-240-962-61 


Sequence 


61, Appl 


8 


11 


52 


.4 


4 


6 


US-10-524-434-499 


Sequence 


4 99, App 


9 


11 


52 


.4 


4 


6 


US-10-524-434-549 


Sequence 


549, App 


10 


11 


52 


.4 


4 


6 


US-10-524-434-550 


Sequence 


550, App 


11 


10 


47 


.6 


3 


6 


US-10-489-071-111 


Sequence 


111, App 


12 


10 


47 


.6 


3 


6 


US-10-489-071-117 


Sequence 


117, App 


13 


10 


47 


.6 


3 


7 


US-11-244-349B-7 


Sequence 


7, Appli 


14 


10 


47 


.6 


4 


6 


US-10-520-386-4 


Sequence 


4, Appli 


15 


10 


47 


.6 


4 


6 


US-10-520-386-8 


Sequence 


8, Appli 


16 


10 


47 


.6 


4 


6 


US-10-821-930-29 


Sequence 


29, Appl 


17 


10 


47 


.6 


4 


6 


US-10-608-886A-3 


Sequence 


3, Appli 


18 


10 


47 


.6 


4 


6 


US-10-608-886A-18 


Sequence 


18, Appl 


19 


10 


47 


.6 


4 


6 


US-10-608-886A-20 


Sequence 


20, Appl 


20 


10 


47 


.6 


4 


6 


US-10-608-886A-22 


Sequence 


22, Appl 


21 


10 


47 


.6 


4 


6 


US-10-518-941-22 


Sequence 


22, Appl 


22 


10 


47 


.6 


4 


6 


US-10-524-434-176 


Sequence 


176, App 


23 


10 


47 


.6 


4 


6 


US-10-524-434-177 


Sequence 


177, App 


24 


10 


47 


. 6 


4 


6 


US-10-524-434-178 


Sequence 


178, App 


25 


10 


47 


.6 


4 


6 


US-10-524-434-185 


Sequence 


185, App 


26 


10 


47 


.6 


4 


6 


US-10-524-434-186 


Sequence 


186, App 


27 


10 


47 


.6 


4 


6 


US-10-524-434-352 


Sequence 


352, App 


28 


10 


47 


.6 


4 


6 


US-10-524-434-353 


Sequence 


353, App 


29 


10 


47 


.6 


4 


6 


US-10-524-434-354 


Sequence 


354, App 


30 


10 


47 


.6 


4 


6 


US-10-524-434-548 


Sequence 


548, App 


31 


10 


47 


.6 


4 


6 


US-10-524-434-564 


Sequence 


564, App 


32 


10. 


47 


.6 


4 


6 


US-10-524-434-565 


Sequence 


565, App 


33 


10 


47 


.6 


4 


6 


US-10-524-434-566 


Sequence 


566, App 


34 


10 


47 


.6 


4 


7 


US-11-181-115-67 


Sequence 


67, Appl 


35 


10 


47 


.6 


4 


7 


US-11-298-344-11 


Sequence 


11, Appl 


36 


10 


47 


.6 


4 


7 


US-11-298-344-13 


Sequence 


13, Appl 


37 


10 


47 


.6 


4 


7 


US-11-335-474-8 


Sequence 


8, Appli 


38 


10 


47 


.6 


4 


7 


US-11-199-062-55 


Sequence 


55, Appl 


39 


10 


47 


.6 


4 


7 


US-11-199-062-82 


Sequence 


82, Appl 


40 


10 


47 


.6 


4 


7 


US-11-271-285-48 


Sequence 


48, Appl 


41 


10 


47 


.6 


4 


7 


US-11-317-806-34 


Sequence 


34, Appl 


42 


10 


47 


.6 


4 


7 


US-11-370-290-7 


Sequence 


7, Appli 


43 


10 


47 


.6 


4 


7 


US-11-335-891-124 


Sequence 


124, App 


44 


10 


47 


.6 


4 


7 


US-11-386-736-30 


Sequence 


30, Appl 


45 


10 


47 


.6 


4 


7 


US-11-368-804-53 


Sequence 


53, Appl 


46 


9 


42 


.9 


4 


6 


US-10-524-434-83 


Sequence 


83, Appl 


47 


9 


42 


.9 


4 


6 


US-10-524-434-84 


Sequence 


84, Appl 


48 


9 


42 


.9 


4 


6 


US-10-524-434-85 


Sequence 


85, Appl 


49 


9 


42 


.9 


4 


6 


US-10-524-434-156 


Sequence 


156, App 


50 


9 


42 


.9 , 


4 


6 


US-10-524-434-157 


Sequence 


157, App 


51 


9 


42 


.9 


4 


6 


US-10-524-434-209 


Sequence 


209, App 


52 


9 


42 


.9 


4 


6 


US-10-524-434-210 


Sequence 


210, App 


53 


9 


42 


.9 


4 


7 


US-11-303-372-118 


Sequence 


118, App 


54 


9 


42 


.9 


4 


7 


US-11-178-538-66 


Sequence 


66, Appl 


55 


9 


42 


.9 


4 


7 


US-11-253-176-131 


Sequence 


131, App 


56 


9 


42 


.9 


4 


7 


US-11-300-194-19 


Sequence 


19, Appl 


57 


9 


42 


.9 


4 


7 


US-11-335-891-114 


Sequence 


114, App 


58 


9 


42 


.9 


4 


7 


US-11-335-891-140 


Sequence 


140, App 


59 


9 


42 


.9 


4 


7 


US-11-335-891-197 


Sequence 


197, App 


60 


9 


42 


.9 


4 


7 


US-11-368-804-54 


Sequence 


54, Appl 
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Go Back to pre' 

GenCore version 5.1.9 
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OM protein - protein search, using sw model 



Run on: 



Title: 

Perfect score: 
Sequence : 



August 10, 2006, 17:41:48 



US-10-805-881-4 
21 

1 FXGLM 5 



• Search time 21 Seconds 
(without alignments) 
20.841 Million cell updates/sec 



Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 



Searched: 



650591 seqs, 87530628 residues 



31763 



Total number of hits satisfying chosen parameters: 

Minimum DB seq length: 0 
Maximum DB seq length: 5 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Database : Issued_Patents_AA: * 

1 : /EMC_Celerra_SIDS3/ptodata/2/iaa/5_COMB.pep:* 

2 : /EMC_Celerra_SIDS3/ptodata/2/iaa/6_COMB.pep: * 

3 : /EMC_Celerra_SIDS3/ptodata/2/iaa/7_COMB.pep:* 

4 : /EMC_CelerraJ3IDS3/ptodata/2/iaa/Hj:0MB.pep:* 

5 : /EMC_Celerra_SIDS3/ptodata/2/iaa/PCTUS_COMB.pep:* 

6: /EMC_Celerra_SIDS3/ptodata/2/iaa/RE_C0MB.pep:* 

7 : /EMC_Celerra_SIDS3/ptodata/2/iaa/backf ilesl . pep : * 

Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 



SUMMARIES 



Result 
No. 



Score 



% 

Query 

Match Length DB 



ID 



Description 
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1 


20 


95. 


2 


5 


1 


US-07-753-909B-3 


Seauence 

%*J V— i 1 


3 ADnli 


2 


20 


95. 


2 


5 


1 


US-07-934-553-2 


S ecruence 


2. AddIi 


3 


20 


95. 


2 


5 


1 


US-08-269-288-1 


Sequence 


1 . AddI i 

f J X£S £S JL* J. 


4 


20 


95. 


2 


5 


1 


US-08-225-474-2 


Sequence 


2, Appli 


5 


20 


95. 


2 


5 


1 


US-08-391-910-1 


Secruence 


1. AddIi 

•Mm f ilM k-/ -A_ *A_ 


6 


20 


95 . 


2 


5 


1 


US-08-418-994-1 


Secruence 


1 . Add 1 i 


7 


20 


95 . 


2 


5 


1 


US-08-391-814-1 


Seauence 


1 . AddI i 

JU f *IMM JU J~ 


8 


20 


95. 


2 


5 


1 


US-08-441-591-61 


Secruence 


61. AddI 


9 


20 


95. 


2 


5 


1 


US-08-303-362A-61 


Secruence 


61. AddI 


10 


20 


95. 


2 


5 


1 


US-08-462-415-1 


Secruence 


1 Add! i 


11 


20 


95. 


2 


5 


1 


US-08-463-874-1 


Secruence 


1 Add! i 


12 


20 


95. 


2 


5 


1 


US-08-444-135-1 


Secruence 


1 AddI "i 

ju / k-> uy x J>- 


13 


20 


95. 


2 


5 


1 


US-08-318-391-1 


Secruence 


1. AddIi 


14 


20 


95. 


2 


5 


1 


US-07-737-371E-6 


Sequence 


6. AddIi 


15 


20 


95. 


2 


5 


2 


US-08-257-966-1 


Sequence 


1. AddIi 


16 


20 


95. 


2 


5 


2 


US-09-265-690C-1 


Seauence- 


1. AddIi 


17 


20 


95. 


2 


5 


2 


US-09-265-690C-4 


Sequence 


4. AddIi 


18 


20 


95. 


2 


5 


2 


US-08-153-847-1 


Secruence 

W W VJ V-i m L w V— 


1 . AddIi 

J» / n^s^s ju JL 


19 


20 


95 . 


2 


5 


2 


Us- 09- 635-2 66-4 

W W \mj >*m+ **J Cm* \J \J A 


S ecruence 


4 Add! i 

~ f T^.£S£S JL JL 


20 


20 


95 . 


0 

& 


5 






OCvjUCllL-C 


4 7\ T^r-\ 1 t 
1 / -"-PP X JL 


21 


20 


95 . 


2 


5 


2 


US- 09- 62 3-54 8A- 604 


S ecrupncp 


604 Ann 


22 


20 


95 . 


2 


5 


2 


US- 10- 6 9 5- 5 3 6- 4 


»j v; vj ucijoc 


4 Annl *i 

M f T\^J^J JL X 


23 


20 


95. 


2 


5 


2 


US-10-668-565-1 


Secruence 

W VJ VJ V— X i V^ V— 


1 - Add 1 i 

JU f 4\Ks La/ JL JU 


24 


20 


95 . 


2 


5 


2 


US-10-134-187-3 


Secruence 


3 AddI t 


25 


20 


95 . 


2 


5 


2 


US -09-657-276- 604 


Secruence 


604 Add 


26 


20 


95. 


2 


5 


5 


PCT-US95-05600-78 


Sequence 


18. AddI 

I \m/ f /lk/ Km* ~mL. 


27 


17 


81 . 


0 


5 


1 


US-07-737-371E-48 


Sequence 


4 8 . AddI 


28 


15 


71 . 


4 


3 


2 


Us- 09- 635 -2 66-2 


Secruence 

*J V^ VJ UV^liVr v^ 


2 AddIi 


29 


15 


71 . 


4 


3 


2 


US-10-2 30-133-2 

\m/ ftsj Jm. \J Cm* -~J \J mlm >-/ Lm 


S ecru ence 


0 Add! i 


30 


15 


71. 


4 


3 


2 


US-09-623-548A-624 


S ecruence 

k~> V^> VJ VJ V— 1 1^ 


624 Add 


31 


15 


71 . 


4 


3 


2 


US-10-695-536-2 


Secruence 

V- VJ V^ 


2 Add 1 i 


32 


15 


71 . 


4 


3 


2 


US-09-657-276-624 

W ' \m? m+* \J I Cm* 1 \J \J Cm* A 


S ecru ence 

t-> ' — VJ U. V— X i V^ V— 


624 Add 

Vil 1 / JT.UVp 


33 


15 


71 . 


4 


4 


1 


US-08-441-591-63 


S ecru enc e 


63 Add! 


34 


15 


71 . 


4 


4 


1 


US-08-303-362A-63 




6^ AddI 


35 


15 


71 . 


4 


4 


1 


US-08-070-301-8 

V v V VJ / VJ J U i. O 


O CLJUCilL-C 


ft Ann 1 n 


3.6 


15 


71 . 


4 


4 


2 


US-09-2 65-690C-2 


S ecruence 

%mj V— VJ U w X AV w 


2 . AddIi 


37 


15 


71 . 


4 


4 


2 


Us-09-635-266-3 


Secruence 

K-/ W VJ V4. V— 1 1 V^> V— 


3. AddIi 


38 


15 


71 . 


4 


4 


2 


US-1 0-230-133-3 


Secruence 

k_> V^ VJ UdlVv c 


3 Add! i 


39 


15 


71 . 


4 


4 


2 


Us- 0 9- 62 3-5 4 8A- 62 3 


Sequence 


623. Add 


40 


15 


71 . 


4 


4 


2 


Us- 0 9- 62 3-5 4 8A- 971 


S ecruence 


971. Add 


41 


15 


71 . 


4 


4 


2 


US-09-623-548A-998 


S ecruence 

V— VJ V-A A IVy w 


998. Add 


42 


15 


71 . 


4 


4 


2 


US-10-695-536-3 


Secruence 

»J V- VJ 


3 AddI i 

— / / A^Jp X X 


43 


15 


71 . 


4 


4 


2 


US- 09- 65 7 -2 7 6- 623 


Secruence 


623 Add 


44 


15 


71 . 


4 


4 


2 


US-09-657-276-971 


S e m i e n c e 


971 Add 


45 


15 


71 . 


4 


4 


2 


US-09-657-27 6-998 

W (J \J +mS \J «~J f *Lmm * \J S \J 


Secruence 


QQfl Add 


46 


15 


71 . 


4 


4 


5 


PCT-US95-05600-8 0 


S ecruence 


80 AddI 


47 


15 


71 . 


4 


5 


1 


US- 08 -4 60-34 3B- 5 5 


S erruence 


SS AddI 


4 8 


X «J 


71 . 


4 


5 




O WO O JO VJ O Xj -J o 






49 


15 


71 . 


4 


5 


1 


US-08-504-265B-55 


S ecruence 

^ V— VJ uwu^t 


55 AddI 


50 


15 


71 . 


4 


5 


1 


Us-08-070-301-6 


S ecruence 


6 . Add 5 i 

V / A.U kV J_ JL 


51 


15 


71 . 


4 


5 


1 


US-07-737-371E-47 


S e cru ence 


47 AddI 


52 


15 


71 . 


4 


5 


1 


US-07-737-371E-4 9 


S ecruence 

V^> VJ UV^liV> v^ 


4 9 AddI 


53 


15 


71 . 


4 


5 


Cm 


I IS - 0 9 - 6? 3 - S 4 ft A - R 6 ^ 




S6S Add 


54 


15 


71 . 


4 


5 


2 


US- 09- 62 3- 54 8A- 970 


S ecruence 

»J w VJ VA W 11 V* v^- 


970 Add 


55 


15 


71 . 


4 


5 


2 


US- 09- 62 3-54 8 A- 9 97 


S ecruence 


9 97 Add 


56 


15 


71 . 


4 


5 


2 


Us- 09- 657 -27 6-5 65 


Sequence 


565, App 


57 


15 


71. 


4 


5 


2 


US-09-657-276-970 


Sequence 


970, App 


58 


15 


71. 


4 


5 


2 


US-09-657-276-997 


Sequence 


997, App 


59 


14 


66. 


7 


5 


1 


US-07-690-284A-6 


Sequence 


6, Appli 


60 


14 


66. 


7 


5 


1 


US-07-805-727-28 


Sequence 


28, Appl 


61 


14 


66. 


7 


5 


1 


US-08-201-081-5 


Sequence 


5, Appli 
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SCORE Search Results Details for Applicatioi 
10805881 and Search Result us-10-805-881 
4,max,rapbm. 



Score Home Page Retrieve Application List SCORE System Overview SCORE FAQ Comments / Sugg 

This page gives you Search Results detail for the Application 10805881 and Search Result us-10-8( 
4.max.rapbm. 

start 

Go Back to p 

GenCore version 5.1.9 
Copyright (c) 1993 - 2006 Biocceleration Ltd. 

OM protein - protein search, using sw model 

Run on: August 10, 2006, 17:57:39 ; Search time 119.5 Seconds 

(without alignments) 
19.381 Million cell updates/sec 

Title: US-10-805-881-4 
Perfect score: 21 
Sequence: 1 FXGLM 5 

Scoring table: BLOSUM62 

Gapop 10.0 , Gapext 0.5 

Searched: 2097797 seqs, 463214858 residues 

Total number of hits satisfying chosen parameters: 37972 

Minimum DB seq length: 0 
Maximum DB seq length: 5 

Post-processing: Minimum Match 0% 

Maximum Match 100% 

Listing first 1000 summaries 

Database : Published_Applications_AA__Main : * 



/EMC_Celerra_SIDS3/ptodata/2/pubpaa/US07_PUBCOMB.pep:* 
/EMC_CelerrajSIDS3/ptodata/2/pubpaa/US08_PUBCOMB.pep: * 
/EMC_CelerrajSIDS3/ptodata/2/pubpaa/US09_PUBCOMB.pep: * 
/EMCJ3elerra_SIDS3/ptodata/2/pubpaa/US10A_PUBCOMB.pep: * 
/EMC__Celerra_SIDS3/ptodata/2/pubpaa/US10B_PUBCOMB.pep: * 
/EMC_Celerra_SIDS3/ptodata/2/pubpaa/USll_PUBCOMB.pep:* 



Pred. No. is the number of results predicted by chance to have a 
score greater than or equal to the score of the result being printed, 
and is derived by analysis of the total score distribution. 

SUMMARIES 

% 

Result Query 

No. Score Match Length DB ID Description 

1 20 95.2 5 3 US-09-265-690C-1 Sequence 1, Appli 
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2 


20 


95 . 


2 


5 


3 


US-09-265-690C-4 


Sequence 


4. AddH 


3 


20 


95 . 


2 


5 


4 


US-10-230-133-4 


Seouence 


4 . Annl i 

T / -X- -I- 


4 


20 


95. 


2 


5 


4 


US-10-053-669-1 


Sequence 


1, Appli 


5 


20 


95. 


2 


5 


4 


US-10-053-669-4 


Sequence 


4, AddH 


6 


20 


95. 


2 


5 


4 


US-10-134-187-3 


Sequence 


3, AddH 


7 


20 


95. 


2 


5 


4 


US-10-688-741-3 


Sequence 


3, Appli 


8 


20 


95. 


2 


5 


4 


US-10-695-536-4 


Sequence 


4, Appli 


9 


20 


95. 


2 


5 


4 


US-10-805-881-1 


Sequence 


1/ Appli 


10 


20 


95. 


2 


5 


4 


US-10-805-881-4 


Sequence 


4, Appli 


11 


20 


95. 


2 


5 


5 


US-10-720-039-3 


Sequence 


3. ADDli 


12 


20 


95. 


2 


5 


5 


US-10-497-628-15 


Sequence 


15. AddI 


13 


20 


95 . 


2 


5 


5 


US-10-451-304-12 


Sequence 


12, AddI 


14 


20 


95. 


2 


5 


6 


US-11-018-690-4 


Sequence 


4, Appli 


15 


20 


95 . 


2 


5 


6 


US-11-066-697-604 


Sequence 


604, Add 


16 


20 


95. 


2 


5 


6 


US-11-025-494-3 


Sequence 


3, Appli 


17 


20 


95. 


2 


5 


6 


US-11-041-270A-12 


Sequence 


12/ AddI 


18 


20 


95. 


2 


5 


6 


US-11-292-460-4 


Sequence 


4* AddH 


19 


17 


81. 


0 


5 


4 


US-10-168-789A-32 


Sequence 


32, AddI 


20 


17 


81. 


0 


5 


4 


US-10-168-789A-39 


Sequence 


39. AddI 


21 


17 


81. 


o 


5 


5 


US-10-497-628-16 


Sequence 


16, Appl 


22 


15 


71. 


4 


3 


4 


US-10-230-133 7 2 


Sequence 


2, Appli 


23 


15 


71. 


4 


3 


4 


US-10-695-536-2 


Sequence 


2, Appli 


24 


15 


71. 


4 


3 


6 


US-11-018-690-2 


Sequence 


2, Appli 


25 


15 


71. 


4 


3 


6 


US-11-066-697-624 


Sequence 


624, App 


26 


15 


71. 


4 


3 


6 


US-11-041-270A-14 


Sequence 


14, Appl 


27 


15 


71. 


4 


3 


6 


US-11-292-460-2 


Sequence 


2, AddH 


28 


15 


71. 


4 


4 


3 


US-09-265-690C-2 


Sequence 


2 , ADDli 


29 


15 


71 . 


4 


4 


4 


US-10-230-133-3 


Sequence 


3, Appli 


30 


15 


71 . 


4 


4 


4 


US-10-053-669-2 


Sequence 


2, Appli 


31 


15 


71 . 


4 


4 


4 


US-10-695-536-3 


Sequence 


3, Appli 


32 


15 


71 . 


4 


4 


4 


US-10-805-881-2 


Sequence 


2. AddH 


33 


15 


71 . 


4 


4 


5 


US-10-497-628-2 


Sequence 


2. AddH 


34 


15 


71 . 


4 


4 


5 


Us- 10-8 2 1-2 4 OA-2 4 4 


Seauence 


244 . Add 


35 


15 


71 . 


4 


4 


5 


US-10-821-240A-270 


Sequence 


270, App 


36 


15 


71. 


4 


4 


6 


US-11-018-690-3 


Sequence 


3, Appli 


37 


15 


71. 


4 


4 


6 


US- 11-0 66- 697-623 


Sequence 


623, App 


38 


15 


71 . 


4 


4 


6 


US- 11-0 66- 697 -971 


Sequence 


971, App 


39 


15 


71 . 


4 


4 


6 


US- 11-0 66- 697 -9 98 


Sequence 


998, App 


40 


15 


71. 


4 


4 


6 


US-11-041-270A-13 


Sequence 


13, Appl 


41 


15 


71 . 


4 


4 


6 


US-11-292-460-3 


Sequence 


3, Appli 


42 


15 


71 . 


4 


5 


4 


US- 10-12 8 -52 0-3 60 


Sequence 


360, App 


43 


15 


71 . 


4 


5 


4 


US-10-34 6-7 37A-30 


S eauence 


30 AddI 


44 


15 


' 71 . 


4 


5 


5 


US- 10-4 97-628-17 


S equence 


17/ Appl 


45 


15 


71 . 


4 


5 


6 


US- 11-0 66- 697 -5 65 


Sequence 


565, App 


46 


15 


71 . 


4 


5 


6 


US- 11-0 66- 697 -970 


S equence 


970. Add 


47 


15 


71 . 


4 


5 


6 


US- 11-0 66- 697 -9 97 


Sequence 


997, App 


48 


15 


71 . 


4 


5 


6 


US- 11-131 -42 5A-1 60 


Sequence 


160, App 


49 


14 


66 . 


7 


5 


4 


US- 10-01 4 -7 16-2 8 


Sequence 


28. AddI 


50 


14 


66. 


7 


5 


4 


US-10-190-951-28 


Sequence 


28, AddI 


51 


14 


66. 


7 


5 


4 


US-10-454-566-10 


Sequence 


10, Appl 


52 


14 


66. 


7 


5 


4 


US- 10-4 54 -566-17 


Sequence 


17, Appl 


53 


14 


66. 


7 


5 


4 


US- 10-4 3 6-54 9-5 65 


Sequence 


565, App 


54 


14 


66. 


7 


5 


4 


US- 10-7 12 -42 5-5 65 


Sequence 


565, App 


55 


14 


66 . 


7 


5 


5 


Us_ io-7 7 3-032-5 65 


Sequence 


565, App 


56 


14 


66 . 


7 


5 


5 


US- 10- 92 8 -2 9 9-2 8 


Seauence 


28, AddI 


57 


14 


66. 


7 


5 


5 


US- 10- 9 9 6-767-28 


Sequence 


28, Appl 


58 


14 


66. 


7 


5 


5 


US-10-996-573-10 


Sequence 


10, Appl 


59 


14 


66. 


7 


5 


5 


US-10-996-573-17 


Sequence 


17, Appl 


60 


14 


66. 


7 


5 


6 


US-11-066-697-860 


Sequence 


860, App 


61 


14 


66. 


7 


5 


6 


US-11-066-697-884 


Sequence 


884, App 


62 


14 


66. 


7 


5 


6 


US-11-066-697-885 


Sequence 


885, App 
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